This is the first report of outbreaks of Streptococcus iniae in Nile tilapia farms in South America. Seven isolates were identified by biochemical, serological and molecular tests. Their 16S rRNA gene sequences showed 100% similarity with S. iniae ATCC 29178 and two distinct PFGE patterns were observed for Brazilian isolates.
, Streptococcus dysgalactiae (14) , Streptococcus phocae (17) , Streptococcus parauberis and Streptococcus ictaluri (2) have been described as pathogenic to fish.
Streptococcus iniae was first isolated from multifocal subcutaneous abscesses in captive Amazon freshwater dolphins, Inia geoffrensis (16) . In fish, S. iniae infections are characterized by meningoencephalitis and septicemia that generally induce high morbidity and mortality rates. Disease outbreaks have been described in three distinct regions of the world: North America; the Middle East; and the Asia-Pacific (1) . To date, only outbreaks of disease caused by S. agalactiae in Nile tilapia (Oreochromis niloticus L.) in commercial fish farms in Brazil were described (13) . Thus, no description of S. iniae infection in fish was reported in the country until now.
The aim of this work was to describe outbreaks of S. iniae infection in Brazilian Nile tilapia farms, the sensibility of the isolates to florfenicol and to perform the genetic characterization of the strains.
Outbreaks of meningoencephalitis and septicemia were accompanied in two commercial Nile tilapia farms located in Paraná State, Brazil. These farms were located about 3 km apart on the same river. Fish (average weight of 800 g) were reared in cages under high stock densities (150 Kg m -³). Inside the cages, the water temperature was approximately 30 °C and dissolved oxygen showed concentration higher than 4 mg L -1 .
The main clinical signs observed were lethargy, erratic swimming, exophthalmia, skin darkness, and high mortality rates. Ten diseased fish from each farm were sampled, stored at 4 °C, and immediately transported to the laboratory for bacteriological analysis.
Swabs of brain and kidney tissue from each fish were sampled aseptically, streaked onto 5% sheep blood agar, and incubated at 28 °C for 72 h. The colonies obtained were tested by Gram stain, catalase and oxidase production and hemolysis.
The isolates were further characterized phenotypically and The phylogenetic relationship of the three isolates was determined by comparative 16S rRNA gene sequence analysis.
The sequences were aligned using CLUSTALW (23) Currently, S. iniae is considered one of the most relevant streptococcal pathogen of cultured and wild fish (20, 5) . While believing that this pathogen is distributed globally, before this study there is no report of its presence in Brazil, in contrast to other Gram-positive bacteria pathogenic to fish, such as S.
agalactiae (13) and Lactococcus garvieae (9) . Therefore, this study is the first report of disease outbreaks caused by S. iniae in Brazil.
In commercial fish farms, the main predisposing factors for S. iniae outbreaks are high stocking densities and high water temperatures; the disease usually occurs in adult fish (1, 19) . Cages are the main culture system used for Nile tilapia production in Brazil. In this system, fish are reared under high stocking densities. Additionally, the outbreaks investigated in this study occurred during the summer and when fish reached the adult stage. These conditions were described as predisposing factors for outbreaks caused by S. agalactiae in Nile tilapia farms in Brazil (13), thus they seem to be common conditions associated with streptococcal infections in this fish species.
The seven strains presented to be clonally related in PFGE analysis . Considering the close proximity of the two farms, it would be expected that both outbreaks should be due to a single clone; however, two different PFGE types were 
